ABSTRACT Bacillus cereus is a common etiological agent of hospital-acquired infections. Here, we report the draft genome sequences of three clinical isolates of B. cereus (GTC2903, GTC2926, and ach14) isolated from three human patients in different hospitals and in different years in Japan.
sion numbers DRR168392, DRR168393, and DRR168394 for GTC2903, GTC2926, and ach14, respectively.
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